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In the above article, we show that changes in diet composition affect gut motility in amicrobiota-dependentmanner.While describing
the rationale for re-deriving Ret+/mice as germ free on page 103, right column, lines 6–9, we erroneously indicated that convention-
ally raised wild-type (Ret+/+) mice have slower transit times than their heterozygous (Ret+/) littermates. The correct sentence should
have stated, ‘‘We found that conventionally raised wild-type (Ret+/+) mice have significantly lower transit times (faster motility) than
their conventionally raised heterozygous (Ret+/) littermates (p = 0.05, one-tailed Student’s t test; as shown in Table S2F).’’ The pub-
lished results of this experiment were correct, and this textual error does not affect the conclusions of the paper. The online version of
the paper has been corrected to reflect this change. We apologize for any confusion that it may have caused.Cell 163, 1037, November 5, 2015 ª2015 Elsevier Inc. 1037
